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The K-means clustering
algorithm was tested on the
Grid referenced against a
single computer firstly with a
fixed number of clusters (7)
and a varying amount of
iterations and secondly for one
iteration and a varying number
of clusters (from 7 to 44).

Grid performance is on
average very good regardless
of the variation in execution
times of similar jobs
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MrBayes is a program for the

Bayesian estimation of phylogeny.

Bayesian inference of phylogeny
IS based upon the posterior
probability distribution of trees.
Trees are labelled T1, T2, ..., Tn,
where n is the number of possible
trees. The posterior probability of
the i-th tree is calculated using
Bayes's formula as

PriDB[PraL
PrDJEPrD

(@ r.'_'f; dkfz. %¢

http:/7/www.bioinfogrid.eu/

' b
[Aciea (g]| ,2dz!
ty

Bayes, T. 1763. An essay towards
solving a problem in the doctrine of
chances. Philosophical Transactions of
the Royal Society of London 53:370-418.
Reprinted, E. S. Pearson and M. G.
Kendall (eds.). 1970. Pages 131-153 in
Studies in the History of Statistics and
Probability. Charles Griffin, London.
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There are four steps to a typical
Bayesian phylogenetic analysis
using MrBayes:

2. 18 jobs, 200000 iterations
burnin 10000.

1. Read the Nexus data file
2. Set the evolutionary model
3. Run the analysis

4. Summarize the samples ﬁ

1. Arthropod nexus file
alignment - 86t 3006

3. Less than 24h
3,600,000 sample
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